BIOGRAPHICAL SKETCH

NAME

Womack, James E. POSITION TITLE Distinguished Professor

EDUCATION/TRAINING

INSTITUTION AND LOCATION DEGREE YEAR FIELD OF STUDY
CONFERRED

Abilene Christian College B.S. 1964 Mathematics Ed.

Oregon State University Ph.D. 1968 Genetics

A. Positions and Honors

Positions and Employment

1968-1971
1971-1973
1973-1975
1975-1977
1977-1983
1983- Present
1987-Present
1989-1996
1990-1993
2001-Present

Assistant Professor, Abilene Christian College

Associate Professor, Abilene Christian College

Visiting Scientist, The Jackson Laboratory

Staff Scientist, The Jackson Laboratory

Associate Professor, Texas A&M University

Professor, Veterinary Pathology, Texas A&M University

W.P. Luse Professor, Texas A&M University

Director, Center for Animal Genetics, Institute of Biosciences & Technology
Interim Asst. Department Head, Veterinary Pathobiology, Texas A&M University
Distinguished Professor, Texas A&M University

Director, Center for Animal Biotechnology and Genomics, Texas A&M University

Other Experience and Professional Memberships

1978-Present
1981-Present
1993-Present
1988-Present
1993-Present
2001

Texas Genetics Society (President, 1989)

American Genetic Association (President, 1985; Executive V.P. 1996-2003)
Coordinator, USDA-NRSP8 Bovine Genome Program

International Society for Animal Genetics (President, 2000-Present)

Human Genome Organization (HUGO)

Nominating Committee, National Academy of Sciences USA

Editorial Boards (past and present)
Genomics, Journal of Heredity, Biochemical Genetics, Animal Genetics, Mammalian Genome, Genome Research,
Animal Biotechnology

Honors

Alumni Citation Award, Abilene Christian University, 1983

Faculty Distinguished Achievement Award for Research, Texas A&M University, 1987
Carrington Award for Research in Cell Biology, 1990

McMaster Fellow, CSIRO, Australia, 1990

CIBA Prize for Research in Animal Health, 1993

Outstanding Texas Geneticist, Texas Genetics Society, 1996

Fellow, American Association for the Advancement of Science, 1999

National Academy of Sciences, USA, 1999

Wolf Prize in Agriculture, 2001

Distinguished Service Award, Texas Genetics Society, 2006

Outstanding Alumnus of the Year, Abilene Christian University, 2006

Dean’s Impact Award, CVM, Texas A&M University, 2007

Bush Excellence Award for Faculty in International Research, Texas A&M University, 2008
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C. Research Support
Ongoing Research Support

N02 CM-87014 Womack (P.1.) 1/15/03-1/14/08

NIH/NCI

Biochemical Genetic Monitoring of Rodents

This is a contract with NCI for genotypic testing of inbred, congenic, and coisogenic strains of mice distributed to the
research community for cancer research.

Role: P.1.

USDA CREES/RRF Womack (P.1.) 9/1/03-8/31/08

NAGRP Coordinator for Cattle Genome Research

This funding is to coordinate the use of bovine genome resources among laboratories supported by the USDA to conduct
research on the bovine genome.

Role: P.1.

Kleberg Foundation Womack (P.1.) 1/1/05 - 12/31/09

Bovine genomics and disease resistance.

This funding is to support the application of emerging bovine genome sequence data to the identification of genomic
diversity underlying differential susceptibility to disease.

Role: P.1.



Completed Research Support (past 3 years)

USDA CREES/NRI  Lewin (P.l.) 9/1/03-8/31/06

Radiation Hybrid Mapping of 3000 Cattle BAC-end Sequences: A Comparative Genomics Resource

This study is designed to build a high resolution comparative map of the bovine genome relative to both mouse and human
by radiation hybrid mapping bovine BAC end sequences that have significant BLAST hits to unique human and mouse
sequence at 1 Mbp intervals on the human sequence.

Role: Co P.I.

USDA CREES/NRI Cockett (P.1.) 9/1/02-8/31/05

Development of a Whole Genome Radiation Hybrid Map for Sheep

This funding is to develop and characterize a radiation hybrid panel for sheep. The map will be used for comparative
mapping relative to the human and other animal genomes and as a tool for mining genes responsible for biologically
interesting traits.

Role: Co P.I.

USDA-NRI 1999-2002

Production of a 25,000 cattle ESTs and development of a high resolution radiation hybrid map

This study produced a second generation, high resolution comparative map of the human and bovine genomes
Role: Co P.1.

NSF OISE - 0405743 Womack (P.1.) 9/1/04-8/31/06
Development of radiation hybrid map of river buffalo.
Role: P.I.
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