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	EDUCATION/TRAINING  (Begin with baccalaureate or other initial professional education, such as nursing, and include postdoctoral training.)
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	DEGREE

(if applicable)
	YEAR(s)
	FIELD OF STUDY

	Texas A&M University, College Station
	B.S.
	1999
	Genetics

	Texas A&M University, College Station
	Ph.D.
	2003
	Genetics

	Texas A&M University, College Station
	
	2004-2006
	Post-doctoral training, 

genetics & disease epidemiology

	Texas A&M University, College Station
	
	2006-2007
	Post-doctoral training,     population genetics

	
	
	
	


A. Positions and honors

Positions and Employment 

2007-present
Research Assistant Professor, Department of Veterinary Pathobiology, Texas A&M University

2006-2007 
Assistant Research Scientist, Department of Veterinary Pathobiology, Texas A&M University, 

2004-2006
Postdoctoral Research Associate, Department of Large Animal Medicine and Surgery, Texas A&M University



1999-2003

Graduate Assistant, Department of Veterinary Pathobiology, Texas A&M University, 
2001


Teaching Assistant, College of Veterinary Medicine, Texas A&M University

1999


Teaching Assistant, College of Agriculture, Texas A&M University

1997-1999

Undergraduate Research Assistant, Department of Entomology, Texas A&M University




1998-1999

Undergraduate Research Fellow, Texas A&M University Honors Program

1998


Study Abroad Program, Department of Zoology, Oxford University

Other Experience and Honors
2002-2008

Member, Texas Genetics Society

2004


Completion of Graduate Teaching Academy, TAMU

2003


TAMU-CVM Graduate Student Association Research Week, oral presentation award

2002


TAMU Genetics Graduate Research Competition, oral presentation award

2002


Texas Genetics Society, poster competition award

2001-2002

President, TAMU Genetics Graduate Student Association

2000-2001

Vice-President, TAMU Genetics Graduate Student Association

2000-2001

TAMU Faculty of Genetics Recruiting Committee, Student Representative 

1999-2000

Genetics Program Reagents’ Fellow, College of Agriculture TAMU
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C. Research Support

Ongoing Research Support

USGS - Northern Rocky Mountain Science Center




10/01/08-09/31/10 





 
“Developing genetic tools for the conservation of European bison” 

In this study, we are using whole-genome mitochondrial DNA sequencing to identify sequence variants and 
assess diversity in nuclear population genetic markers in order to develop tools for European bison 
conservation efforts.
Role: PI

National Park Service – Great Plains CESU





05/05/08-12/31/10

"Development of a genetic-based conservation management program for the Wind Cave National Park Bison Herd”

In this study, we are developing an individual-based model using genetic and demographic parameters to 
evaluate current and alternative management strategies and their effects on long-term genetic diversity and 
herd structure.
Role: CoI

The Nature Conservancy – RJKose Foundation




07/01/07-06/31/09

“Bison herd genetic architecture and management – working toward a species-wide conservation approach”
In this study, we are evaluating levels and sources of introgression in private conservation herds across the US and Canada to identify important sources of bison diversity for genome conservation efforts.

Role: CoI
National Park Service – Colorado Plateau CESU



07/01/07-06/31/09 


“Bison genetics of the Great Sand Dunes National Park”

In this study, we are evaluating levels and sources of introgression in a private conservation herd for the National Park Service to identify important sources of bison diversity for genome conservation efforts.

Role: CoI
Completed Research Support

National Park Service – Challenge Cost Share Program

06/01/06-05/31/07
“Remove threats to irreplaceable bison herd at Wind Cave National Park”


In this study, we used parentage analysis to evaluate the breeding structure of the bison herd in Wind Cave 
National Park.

Role: CoI


Turner Enterprises











01/01/06-12/31/06
“Bison mitochondrial DNA and productivity”


In this study, we evaluated associations between mitochondrial polymorphisms and bison production 
characteristics in a commercial herd.

Role: CoI

National Park Service – Great Plains CESU





10/01/05-09/30/06

“Development of a genetic based management plan for the Badlands National Park bison population”

In this study, we assessed the genetic structure of the bison herd at Badlands National Park and evaluated 
the effects of current and alternative management strategies for long-term maintenance of genetic diversity.
Texas Parks & Wildlife










05/01/01-08/31/01

“Development of a genetic breeding program for the Texas State Bison Herd”


In this study, we evaluated the genetic architecture of the Texas State Bison Herd through parentage 
assessment, chromosome structure analysis, and population genetic analyses.
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